


[N

Make People and Nature Healthier
Through Biotechnology

D




X F = Him

ABOUT US

SHHEMRRBHEIRAE (HK1548) ReREEMNEGRFMRSE~RSRER. &
RFIEELHIDNAG IR, SHRIERTIAER WSS, EaHFRERTmISE
7T EMHIFIEGHFRREF (COMO) W8T, TUER~RISET. SaMtEkAlR
AR

SHIRAMIZT20025F, FTF2015FEBRMEREM £, FAXLFBRER. FE. BA.
N, m=. BR=. RE. FE. EANRENST . ISEEBEBEEE100S M ERM
X, F20RAEFEMINE. . TRNRSS~ .

EZ2023F12831H, «IHAELIKEBERBIZ69008R T, 2eE D BBIL87,700FEE R
B EF P ARBHNE 1A T S HHRARS KR SHRBEZTANRSN, HhaEiE
I 300 EN S900ZINEFFRE, URKERANE,

TR AEMRAEANBRERE R ES, SRHRMDTRASK RZEMAVEDRL

AT



IR R B

HISTORY & MILESTONES

GLEGEND janssen J

(
(LEGEND
GenScript BlroTECH ?ﬁa'fg%i&l’%'—i
aaaaaaaaaaaaaaaa hAVE IS =27 GHHARERCE
BT TF£E 51 SETMIAT AR R BRI S E

2002 2014 2017

(

l

2013 2015

IDAVAES]- ) EBEBATERLET
FETWEREY ™M (BEZ=RAE. HK1548)
LI’ Bestzyme HKE X

EEBX S



J¥ Nasdaq ) CARVYKTI

[ultacabtagene autoleucel)i

ETEMERENETIAT (NASDAQLEGN ) CARVYKTI® SEEIFDARLAE

F¥#CDMOELEB BREBM S EHFE]
Eas R AR EImEFN YD BAMHLWHEE E
2020 2022

( |
— —

@)
()
O ——
|
2018 2021 2023
PR ZCOMOZE VAR Ci %Aﬂ‘*ﬂbiwwﬁfé’—?_&c% CRISPR GMP
(ERESHIREINEY) HIF SRS AL ETIZE R

GenScript

PROBIO M HILLHOUSE GenScript



7r-

H ¥

ERRSSENT
O ] EEEAE TR wvvvvrvrrrrr e e et 02
IIFHTEER] - vv v vvrrrmrmreoe e et 02
= 02
O 2 BHEAREFES
BEL A IRIEZEIRZEAR < ve v eee e eee e . 04
JEAGEEEITRIATRIR «vvvvevvvnremnmnremmnneemen e tai et e et et e e e et et eean e naaanen 10
R R RS o=t = S TP 13
2= ) 2 S 15
O 3 HAEALRFES
T == 17
CellPower™ ABEZRFF AR ARESS «-vvvrerrrrrrrrrrrrr i 19
O 1 HiERL
B N~ = B O 22
L = i = .22
B D) BRR S ++ v e e e e et et et et e et 23
BRFASS TETTRE < v vvvverererrere ettt eaenen 24
O 5 ITWAXINITEES
A= T LR LT 26

BN 2= 26







EQEREN

o FEINAZ{T#B100,000H XS REEH

 MBEBIOEEORASMAENENL o IMEMINTEI8%

BBES
BEEEAY AEAEER
DAVEIBEZLES=!
SEREEORIGLAEREBTIOENER. SIREERFENEFANINAKRBIEES, BRCERRSHEPNTEE
R, FESREMBARGIGENEARALL,. DHERTE.

vV BESTESIIT

v RIS v BEIRCEEmE
v EsE Vv EREMEHTR Vv’ SAR (HI-EMHEXR)
v BEEHik v BEEEAS
TERE
i »a
Q?éﬁ% YHDNIUXUD\ , — e — U
IS BEREMFT T E{=ESvviitainte KAZMAE RIEEOFRZT
BRXEREFS #H1TQC

02






=]
‘H
253
H
&
BT
F
a

I IEZLED D HBERIE R S

LM ARRERFEREIEPEHFEEMH D}ﬁ HINEE, X—RHRERANEDES FEE. BUURINENF NS BEkET
THAMEONRAINE, BEELANTEEEIIER, SEENEYEY, BAMMARRERKENEED. WEEF. lkREES
B RFEFPRAEAMZ,
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* SEEEANAKTIRRS (TurboCHO™-HT)

o RRBRIARTRIERRS (TurboCHO™-Express)

o RRBRMKSHFRIZRS (TurboCHO™-HP)

o RHBRARIMEERIARS (TurboCHO™-Stable Cell Pool&Cell Line)

AR ﬁ FESHUAFEML ﬁ G FRRIERZS J9 G FRIR IS

TurboCHO™ HT
TurboCHO™ Express
TurboCHO™ HP

TurboCHO™ Stable
Cell Pool & Cell Line

_ A& (ADD) %SRRI SESMAISIE Sk IGFRBIRRSS
R FSRIGHBER : - —
#45hi2ER (IVD) ISR THIE NG ERE 175 ERISIES SRR
ERTGRIAS M = ERER =EFR BEFR

s M TurboCHO™-HT TurboCHO™-Express TurboCHO™-Express&ikiRS TurboCHO™.-Stable Cell

TERTUrboCHO™ZRIARRSS FiAIRSS HAES TurboCHO™-HPZEIAIRSS Pool&Cell LineEikiFS
« CE-SDS/SDS-PAGE A - sTER « N/O-EER

EREERMIRS “urie T * PTMIEHAH « BRI
« FURSERI A BED .« CHESI o FCRAASAIIGN
* N/CitillE

miEEEANEPRIARS (TurboCHO™-HT)

2iEE (High Throughput) ERRRERARS A AEMEEARNRR T EBSENTLNIEE. SkEEESEEERNEMFEEMNE
BRITurboCHO™EERT R AR, SRAT7MBAH WA MNERFFI IR B 3247 |
TurboCHO™-HTS B ERSFEA T LURME I AR (WigGs. Fab., scFv. VHH., MUSEMHAKLE ) , RIAENLRIER
TE; IO, FENEIMRSTLIRARERRDIREES

RS 1R%
BRIEZ AT SEEYEF 07 VI
SHATHRET 4 B4 E 10000+i4K/ A 4E7-IBE SRR T T
ARS3 AR

B

iR NE2 ) BRSH Jﬁ*ﬂfiili% gL @kQc ARz

’ TurboCHO™-HT: HRE7/EAH ‘
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EOERE
I RAHA
FAAER
FEERE

« 01-5%5% -« URIEFRIZMEBINS
« RE7TNMEAH
o EREH -« BARK (BEstandard 19G, Fabs, scFvs, VHHSs or other fragments fused with Fc)

&
3R
3
B

* SDS-PAGE/CE-SDS * SEC-HPLC  +LC-MS (5%{¥&Rifi&) « NWSREN CRitRIME) « HtbQCHIMIE

BRI o 4 >90% e WHE <1.0EU/mg
EIMNRSS ¢ ELISA, Cell based assay, FACS screening, Octet® BLI assay , Biacore™ SPR assay, etc.
Y
TurboCHO™ High Throughput

e
g
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8 600
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2 400
¢
s 200 I I
w

T |
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16

Antibody No.

RRBEHINAFRIEIRSS (TurboCHO™-Express)
5TurboCHO™-HTEBEXRIARE, TurboCHO™-ExpressiRESE NP FN AIIEEHINKRRIAMRIT, REENSZEREIRASE,
NEEE RIS TRIRTENR E14 B2 |
Leoh, SHERIRHER T Fuco Free X & BIBIMINERIARS, TRATESLSRBEENBIIIA. BIERRENHNERT SREELE
i, MR TIRKREE MRS (ADCC) FHES TSR . TurboCHO™-ExpressillFucoFree/li@Z o] iz A RIZMHERHY
REFIRSS, AURET U KA ae .

RSBZESS
=L MRIEZZT Fuco Free#iffFRix
ZFERELE KB RIK RE14NERHE EEEETurboCHO™ B ZR ofi%
ZATFRIRITIR
RSiRiE

nixF5! BRESH it gL @kQc 2073530

’ TurboCHO™-Express: RE141EAH ‘

RSASE

EQFRKRE e S5ETR-1e  « UIREFRIBEEMIIE

{3 EH - RE4NBEAE

E37 it « BAEH o BAEFK (BEstandard 1gG, Fabs, scFvs, VHHSs or other fragments fused with Fc)

BRRE + A280 « SDS-PAGE/CE-SDS « SEC-HPLC « W5 Zi&il

BiRz (St o 4O HUR 2 95%; BBE 2 90%  « IE XK < 05EU/Mg  « iRE =21.0mg/mL

EIMNRSS e ELISA, Cell based assay, FACS screening, Octet® BLI assay, Biacore™ SPR assay, etc.
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EHR=Z
* Zf: TurboCHO™-ExpresstERETATI R hIERIAS

TurboCHO™ Express
BN MouselgG |
g
=
g 800
& 600
5
2 400
3
4
w
0
1 2 3 4 5 6 7 9 10

Antibody No.

* ZfI2: TurboCHO™-Express&iASAEAILIAR
Yield: 374mgl/L, Purity (SDS-PAGE) >95%, Purity (SEC) >99%

s

SDS-PAGE

M: Protein Marker

R: Reducing
Condition

NR: Non-reducing
Condition.

SDS-PAGE

M: Praotein Marker

R: Reducing
Condition

NR: Non-reducing
Condition.

M " NR

. SDS-PAGE
150- i
100~ : M: Protein Marker
75— } ‘
50— g R: Reducing
37~ | " # Condition

ke 2452 NR: Non-reducing
%2:_ i Condition.

F[l
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Rabblt IgG
11 12 13 14 15 16 17
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H
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g
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siBBERsGEHERIFEREE
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RESBHNBSERIZESS (TurboCHO™-HP)
BES FAEMS AR TIENES2REES, SUETIRMTUrboCHO™ - HPEE B IS AR, TISTIEH REAT
ERMEEN, ENERREETLUSIX2S5 9/L.
IBRSE AT FIA S FUALR (WIgGs, Fab, scFv, VHH, TUSSMHIAS) , FABMS00ZRETHAE, B FEETRN
THREMERRSE . EMMERSRLA MRS S M.

=]
‘H
254
=]
+*
A
E
N

ARSSILE
RiXES TkepeEr= fRiEisE
TIFREBIA2S g/l BE200 LEIA FER— IR PBAEIA
RS iMEE

Q-6 ~ A — i — ™

=)= EREHM [BRRIaE [RAASEE it HEHEFRIA “BrQC ZIHURER

’ TurboCHO™-HP {RZE6[F ‘

= e S00E7R-TFiw -« TiRIEFERIZEEBIIE
SR . RE6H
FIXFER « BEEH  EAEGK (Bfstandard IgG, Fabs, scFvs, VHHSs or other fragments fused with Fc)

EeRE « A280 « SDS-PAGE/CE-SDS « SEC-HPLC « WE =&l
Bt ItmitE o FHEE UK 2 95%; BBH = 90%  « W& X <05EU/mg  « IRE =21.0mg/mL

EIMNRSS ¢ ELISA, Cell based assay, FACS screening, Octet® BLI assay, Biacore™ SPR assay, etc.

E31Vs =

TurboCHO™ HPEMAbFAIFIIRILSE

TurboCHO™ High Performance
g Humanlgg |

)
g 4000
£ 3000
=
S
@ 2000
o
£ 1000
w

0

1 2 3 4 5 6

Antibody No.
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SR E RN IRERIARS (TurboCHO™- Stable Cell Pool&Cell Line )

SHIREBETERTERASINEERESZMERAT, FitETREESNCHO-KIREMAIRR ., SHEITRIARSELL, RERAR
SEARKES. HRENESMNITT KAZETURFRRASHNE .

SHIRARBITurboCHO™-Stable Cell Pool&Cell Line 55, EEEFTALEENCenSmart™MERFICERIINFZNERLE,
RER T EREENSRENEAINFTIRREMILH/AR, AEYERIINEIRE T B RBNRERIREE.

BRSSHEE
REES j CHO-KIZBIF#FHR BERE
Rt 1.6-2.0 g/L, ECACCHEHY HES
FEZ: 2.7-3.0 g/L WERE EFIERS
RS3iRiE

°°°°°° —_—> —_— —_—> —_—> — —_— —_—
3~ % A — i —
=12 HERGM [ERRHIsE lFastag ‘At HEHEFRRIA araQC ZAER

’ TurboCHO™-Stable 12[F3%13 ‘

RSBAE
IBESHE %t
BRER I: FRAMGEE & fHBRitIES
FR T RRIDE 2@
RN [ TR/ BRIV REE (28),
TR EMmEitheE ( BIEELmLE) 8 BEONMEE
REMRkEE (BEME, PRENNEMERET) 4-6 3
HEHEFINEENE, et/ mpgtkRie 2@ XIREGIUIRS & RIAKFIGUIRE
BRERI: IEAFTRIEFOLEIL
1LERRIA & —H 4t 233 IR & COAIRE
(BM% ) N LRIK & —H4hfy, BURFRIARIR ik & COAIRS
SV =
TurboCHO™ Stable Cell Pool & Cell LineZRiX/KF
T 6000 T 4000
B B 3500
£ 5000 £
- — 3000
% 4000 % 2500
- 3000 - 2000
5 S 00
% 2000 : 11200
4] o
o 1000 5 500
< X
w 0 u [0}
1 2 3 4 5 1 2 3
Antibody No. Antibody No.
m Cell line = Cell pool m Cell line = Cell pool
Statistical Results Based on Titer Data Statistical Results Based on Titer Data
Cell line average:~3 g/L —~, Cell Line vs. Cell Pool: Cell line average:~2.7 g/L —~, Cell Line vs. Cell Pool:
Cell pool average: ~2 g/L 1.5 Folds Cell pool average: ~1.6 g/L‘ 1.7 Folds
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TurboCHO™MURFIAES

SRS LURGIBMARRRSURRA, BB AR SEMRE, maTBERE. B8R RR. BESMHRIN
HAFESREAYT

SR TUrboCHOM™MARIATFEBHTFRIINIEF R, Hh8ET80MIALRINUALANS, 52 T HIAVEEIRITIIEF RS

Bispecific Antibody Fragments
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1 Diabody 2 scDb (sc-Diabody) 3 TandAb 4 VHH-Protein 5 Fab-VHH 6 Fab-VHHn 7 BITE

7
[ AiGER HA

217§ LHA

[HARRERS o~ ]

T AEAEREEE =

"

13 scFv2-Fab 14 Fab-scFv2

W’

-1+ RHASHTER H |

8 Fab-Protein 9 BiTE-Protein 10 Multiple VHH 11 scFv-Fab 12 Fab-scFv

‘DII
¢
> -

% 1 -E
:
E.o
2=

15 scFv-VHH-scFv 16 Fab-Fab 17 scFv-Fab-Fab

RERS ]
ﬂ%

HD
RE)

5 S
BERS /]
—En

1]
o . oge o
Asymmetric Bispecific Antibody
1 Heterodimeric Ig6 2 Heterodimeric IgG 3 Duobody (FAE) 4 Heterodimeric IgG6 5 CrossMab et 6 CrossMab V#V- 7 Fab-lgG (CrossMab V)
with Fab charge-pairs (KiH assembly) (Common LC) EH
haF 88 A BA A RE AR L BA AR a8
4820 &3 8 EE EE 5 EE oE EB o8 EE EE EE BE
o2 z z L1 L L s N7 TET
5 5 30 S 5 5% 5g g
1 1 1. 1 L 8 R B
Py Py i P Y i L
“, [0 s, [0 o a 5@ 5.0 50 T
-3 -3 a8 A 3 -1 R 5
% [0
-1
8 Fab-IgG (CrossMab ©#1¢t) 9 Heterodimeric scFv-Fc 10 BiTE-Fc (KiH) 11 scFv/BiTE-Fc 12 Fab/BiTE-Fc 13 Fab/scFv-Fc 14 scFv-Fab/scFv-Fc

BE i EJ;
il BE §B 8
4 12 HE

Lol - -

R 2 JE
2Q T 22 2 e g2 2Q -3
i 22 ks i B i ap
e 22 22 22 e s
&& & & &E a0
4
15 Fab-Fc-scFv/scFv-Fc 16 Fab-Fc/scFv-Fe-scFv 17 Heterodimeric scFab-Fc 18 Fab/scFab-Fc 19 DART-Fc (KiH) 20 Fab/protein-Fc 21 Heterodimeric IgG-protein
- AR 12 28 °E & R _PE
3B - 7 =7 b g a%
Y & PR 5P 5 5 5 I
5, 6 o 6 2Q 22 o 1 P
o & o ot 2 T 28
Qﬁ Em 2pQ 2Q e ze .; “
22 Heterodimeric IgG-protein 23 Heterodimeric VHH-Fc 24 Heterodimeric VHH-IgG (HC) | 25 Heterodimeric IgG-VHH (HC) | 26 Fab/Diabody-Fc 27 scFab/BiTE-Fc 28 Fab-Fc/scFv-VHH-Fc
complex E EE
GE BR T L] 8 a8
L Y H n
- 50 BB 5P zP A o2
T o EE BB A1 57
4- 5 b 3 5o 1 1 1.
=g o 5 = 6 [0 o, [0 6.0
] LT = 3 = T =T
s 2 B &3 -1 2B
ol
29 Fab/VHH-Fc 30 Fab-Fe-scFv/VHH-Fc 31 Fab/VHH2-Fc

-

2 HE
EH 2z

1 o
@ 1

:wa

5%
T

T L T

= 5 0 i

ot 1 ot

o] i a6

09



Symmetric Bispecific Antibody

1 1gG-scFv (HC) 2 1gG-scFv (LC) 3 scFv-IgG (HC) 4 scFv-1gG (LC) 5 Fab-scFv-Fc 6 1gG-scFv (HC+LC) 7 1gG-BiTE (HC)

TRTR TR ;

iR =B

Ol 11 |
RERS 0]

][ma
»
HD

= m%
—En

—ER

o —[E

RERS U/
-EN

—In

IO

o -HEN

[CERS - |
ek ]
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~zHD
“zHo
ZHD
zHD
[
[ma
‘ma
RE]

£H3-ZHD
£HO-ZHD
EHO-ZHD
EHO-ZHD

BIY-i5-2115

% £HO-2HD

nn 5 A
o 55

= = i

o T

=z 5

a6

8 scFv-IgG (HC+LC) 9 scFv-Fc-scFv 10 BiTE-Fc 11 Diabody-Fc 12 scDb-Fc 13 DVD-Ig 14 VHH-Fc-VHH

E B BE
A E E aE
s BB ke g . 2 Bk ks
o b & T
(o zz & & & Qe
a8 i
15 Multiple VHH-Fc 16 VHH-IgG (HC) 17 VHH-IgG (LC) 18 VHH-IgG (HC+LC) 19 1gG-VHH (HC) 20 1gG-VHH (LC) 21 1gG-VHH (HC+LC)

B B

(7o -
TRl HA giitin]
o ESHITR
RERS /|
35 —NHIER
CRES A |
o -
95 IIHIER

o -y T
|
oy T
7> Sy
SENy |
[u—on
GRS A |
RERS /|
1 -
[CRly - |
[Cely A |
SERS 1/ |

5B
1
o h
g
o &

22 Protein-lgG 23 BITE-scFc

i

5
zz
o o0 -~ - nn
= 55 BE S
~— N N7 o 1]
T I Y 40 58 5B
22 o2 52 5E i 2g
5 B 5 3 & T 1
+ " 3 B
Sh b b i &
i s ald

5}
sH zm[“‘:‘
£HO-ZHD
1o
o
§HO-2HD
sHo-2H>

| FRERRERS

FEZEBRARARESEANRARS, EEREFLENEERERSE . FREBRARFZUABTERARFGAINEK, BEEEER
B AR, RIAESHIRAFID BB EREM S,

BRS32:8Y
e BacPower™ RiZEAFRAIRS
o HEKERS

ARS5iREE

A RS ‘ 2 E
e

BAES By i SR

FRIZEORERS
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BacPower™ REZERARILRS

SEIRTABRIERERIEE/ EF N/ SE 2 RZEORIKRS,

AR, LIREBMRIES.

&HimBacPower™RIZE A XRIAIRS BRISAINIZf1>50,0004XEHEH ., LEMNF—LHERANER, MEEH.

BEEHFEAFENRALHER.
ARSS L%

UBRETEMERNIMERR: NEBRFIL. EREMK,

E/ s

EHMEFE

WEEOEEK REIEATLED LW HATEMFS —ib RS
ITERIEN==
% %
[REIAE RIRERE RS = [REEBAT
<2/ <13 2-4/F <13 <13
o AIBEERR FARILER S * P AEMRIKE o EEKENEE o BME RIS RS o EHlkEEQC
o FEAZIIDNAJRLE Mo TR, it heess o SREERMLIE &
* SINEARESHIE o EMIRIAAIR o SHUTIFAE

RSZAE

BacPower™ (R B RIZERRILIRS

SR EQFRE s BRE <3mg 3<H/KE=5mg 5<FHmRE<10 mg
85%LEE |, 3-4/8 |IN, 3-48 RN, 3-4R
Q0%LEE TN, 4-5/ TN, 4-5/ ]I, 4-5/F
TR VARESEBRNY, TRFEFIARESIHRAA R,

2. BAQCHIN. A280 & SDS-PAGE

SMEERENLERABZREAFFERE, WRWHERSGHZEAEE R ST,

BacPower™ EFICIFEIZERRIEIRS

EPRiEH RSESE 3Z13 FEHA
o EREA & FRAIHIS
BiYE5 ( DNASEH ) * EARKEE &L o BEEPFEKRNELHEL N
DNAAR o EELAL & FEER (T & o RIALETIRE RIEREEXMEETE, RE4RE
RIKERRL EASH (Ti%) o COAIRE
o QC & AT
BacPower™ Si@ERIZERFRXRS
FIXFR RSZEE b FEA
o BERER & RAHIH o RIRETEIRS
4 mL 2.5-3[3F
" . EEEX 8 5 & AL . SRS &
j— o BEREH & RIS o WVIRE 2.3
m o BEFA & L . COARS =

ER: BUAQC: A280 & SDS-PAGE; ERFMTEQC: SEC-HPLC, AWE I,

LC-MSHFE1a.

WB%
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253
H
+*
A
F
N




% IEEMIRSE RS
5 ERAR Bk FIKEE BEEXMAN
‘% SDS-PAGE&Western Blot HPLC FRigEDF=R LC-MS/MSE5IE ==&
i GlvErRr = SHEADIL HisgELL N
iF: SFHIEEIE(SEC) FEER =R {1 RIS A
= NEEER
EHlp=

* =fih: ERFRA

SDS-PAGE & Western Blot Analysis

SDS-PAGE Western Blot
M, BSA R
120~
- 80~
60
50~
42 M1: BB Marker
30 M2: EEHMarker
BSA: 2 ug
R EFIRZS
18+
& =f2: B ARHUSHEETZ

MpatEF EA(=Farilig FFIFRT

SDS-PAGE
W, 854 R

30L 500L SDS-PAGE SEC-HPLC BNERETES

= E (OD600 ) >200 EaT)ics >99% KOEE <6%
EEES/F >200 g/L TR TE5% B HRIEH M FREH
ERFLE >10 g/L TBEDNAKE | skigH (40 Cy) SEE >95%

& Z=613: TUERSMRS

R NR M M1 BSA R NR v EUSEFRErERA
VLY LY kpa
120 v \7HMEIREETEIEE, EREEINETIRAR
Sy - 28 v EMEBEESASHESE (SDS-PAGE, SEC-HPLC, LC-MS)
L
et 40 v BUSHAIWEAEAMEFE. AXKOHEETUR (HLA)/FImHER/
— 30 NESAED (TCR/MEEA/MED/AN R/ INRIEHEERET
L (BDNF)/B/SKLEEH (BMPs)/(MEEAER (Tau)/HE40I5A
EI: 20 %EH (A-syn)/#ZiEi%BSEE (Ranpirnase/Onconase) /%
10
EHEEA EOEMR MEMERF, HRRINFBEARESEE oo 5 ER BT SR RRY BT
#LRE (SEC): >99% £, RPRLLSIREUELSHERE, TUEREREOTES
1,

12



HERERS

RENSHEEERESBEMRIE. NS ITURSEEENFENF MRV ENRHRSE G, A, AMEEEFMAEN NS LS
FUELURAGIRANEIE, MEEZE—E RS,

SHGRE T WARCARRBRSTUABEEFREIMERR, KBEa®IA2,000 L.

=]
‘H
254
=]
+*
ik
E
N

ARSI
10-2000 L EMAHE — RS RN
RIERBE BEMHLAE

RSAE

SHRARAERSEIEZFPINEKRESITE, NERRAMMEDIEFEERN
it ¥ XiEF, BIRIEEF. BERMBHIISEE. KEE01A2,000 L, S
EHAIESIAIMERECRABMNECNMAERE (BR ) EESIR98%H
gEBEHEN,

b
o HEIE (i) * HRIER

| ERAE-FRBEERERSE

ERME-TPRAESREARLEE— P BAEEANRIEARS, E5HTEAEANRIRGURANIEEF ., SRIZESZELL, ERME-1T
RFESRARFUIRSEHTAE. WEAHTIEREBNIULFESRAENDSWED ., WFNOFEREZRARANZEER
SHRANER, H(IEFEAEImBacuVancelftkfms-BERERIXESR

E M- PR ESE ARt Bac-to-BacE A B E R B S HIBestBac KA S BEFIERS, U EHTREHE, 2. SBSMA
BERERLT, TLUNBRMEEXISO. Sf21. HI-SHIS2ERMMANREZB A, BYIESEARKAE.

RSB HE
ESWNRAES SHhRIKAE RRIEER ERFEAR
>90% Sfo. Sf21. His% PRIRZZ AT —ih RS
EHRILRSRE
Promoter

e ‘
plasmid Bacmid
mEliifuﬁiL

DH10Baci&s2541iE DAEEEFRH E.coli

75??? i BacmidiZHL
BHEFESERL
s (=10 e

QE— -
RFAQPCRIZNEHREHE
bacmld%x

IM ccEQEEE@

EERKEMNIRST AE5% 2ZS RERR EAFPIRESDNA

13



5
‘H
253
H
&
A
S
a

Ed = [EHH
) . SUMTEEGEBTRATIZEAR (i) A -
ERA RIS o TREZINSSNREREMAF
o EHTIKBESDNA. BacmidilE
@ o BEHETRFEEDNALLE RMIg 5 mL, 107-108 pfu/mL
o PIBFER (KEE) , P2RIUR (BRE) , REER 213
mBE EEPCRUEHFSHE (Tie)
o EBERKXHIA
@ * P2RSBURERE R
IINMKIRIART o TEFMA ERHIEIRS 233
FOALEA e SDS-PAGEFfIWestern Blot
* 1 LERMIERERA
@) AiREA SOEE
. o ISR N 2-33F
1 LRIRFNLENL QCEiE
° QC
SBEMERSRE
=l 123 ke 23 —— A
bz HESHIIRE —> IR S L= e SESEERRE —> EEEERM4r — R EESRE
HE e BAMWSEEER ® BestBacEREA ® {LILERI24FLIR * SEB=NitFaEba Western Bloti#
ERFNTIERE REEMATINES iREE=ER BRI b 7QCHIN
. REEEEAEK (4 mL/s) ST EES
I SR 2 R4 *E%}Ei
[{EES
BRSS1RE
TR /A6 s SEEEMNLFE, BEAZEICONEORIALL * ETHIEAEREER
17, =
& Ef1: BIREQTRA & EH2: KinaseEBEERIX
SDS-PAGE Western blot
M M kDa M
kDa kDa 120
250 120 ==
150 | 80
100 gg | 60 < Kinase
» BSA 50
50 42 gg
87 Glycosylation 321 . . Glycosylation
25 modification ! modification 20
20 CLDN 18.2 .<—CLDN 18.2
15 18 . 10
10
ZIACLDN 18.2/XBEHEEH, 28E90%, FiK=2mg/L, EC50 < 0.03 ug/ml. ST AKinase, fEEZ95%, FIAE10 mg/L.
& f3:
VirusEEEEIX AOFEEHKRK Z I ESEEMER
AVirus B Virus \)d\‘\g \Da M BSA R 5-subunit complex 4-subunit complex  3-subunit complex

ER-PRES KA P AINEIAViIusEA
14

460 —
268
238

17
71

55

HisAIERINFRIAASD FEEH (430kDa) .

BRAFRBESRAPRIIRAS TESSNED.



I ERENES

ARS5 2!

s EAIRE
o EEH4E (SDS-PAGE, CE-SDS, iclEF,
e SEC-HPLC, RP-HPLC, HIC-HPLC%)

e SDS-PAGE;

* WB; o BRENNESEEERST
e TENTFE (TM/RBRT) o MRTEM

o KBS (BR+P/IREF) o ETEIRFAZEEION

o N/Ciill s o RTNLEDH

o ERMKINE
EMERMGEN, TTSERAAR

o PTMIEHD T ( BRERAR

PTMIETZIT . B
. f“;ﬁégf;‘ﬁ ) HCPLSHELUR BRI
—WIL

° [l =—=WAN
* N-FIO-#EIZ T HCDEEH T
* ERIR DT

o TUR-FURSFEAISRGN
o BR-BR/\DF/IZERIEEEREN
o FCRARSAISEN

FERERS o EEER

SBHIKE ARS35I= SrERY

TESFED (Intact mass)

ERDFEDH

KD F 2D (Native mass)

EEEUDFED (de-glycosylated mass) -
EEEU D FEDIT(TM) (de-glycosylated mass (denatured) ) RTEE

BEKFDHT Identification
Protein-level analysis WREBEEMD FEDH (Reduced and de-glycosylated mass)

TREBEADFESH (TM) (Reduced and de-glycosylated mass (denatured)

(Reduced mass)

RS FEDHT (de-O-glycosylated mass)
REE-O-BEENDFEDH (Reduced and de-O-glycosylated mass)

TEBN-TEDHTNEY (Released N-glycan analysis) AT
ERVSR DT (Glycosylation mirror comparison) Characterization

FHIBEERDT (Sequence coverage)

REFFIBZRE SN (In-gel sequence coverage) SFEE
BRERIKFE D7 N/Ciill N (N/C-terminal sequence) Identification

Peptide-level analysis IEREAD TN (Sialic acid analysis)

TR INEY (Disulfide bond analysis)

HFIERAE
PTMIETHSHNEW (PTM analysis) Characterization

Pl
HCPLHNEW (HCP analysis) TE&_,AJ

Impurity
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IlEmS8%

1€"E (Lentivirus) REHFRHFSN—M, ELNAZTRENERLSTE. @RSHEBFEERSANE—LEIERRNAR, WRE
M. TS, NMAKIESENERAVERNE., TREERANEES,

BRSSEE
° fﬁ‘?ﬁ“%'ﬁr%@%}iﬁﬂ
- SEEERSEERS

ERItISRSaRRSS

ARS31LEE

BESSHHNE
RISERZAYRS
ZEHETBE20%

ARS5iiz

HRIERIZZ(T EIHA
BT FEFHINIZTEER
RE2[

1ERS A ZRIER.

BRI RS IS
BT RN E
p24 ELISARGT (IFU/mI)

feme) —> - gt —> aﬁ&*** > 26 > o)
N 5 ® o S 3]
o
HELEA R FREIE agty S
RSRE
= =1
01 mL 0.2mL 05mL TmL 2mL 5mL 10 mL
>107 IFU/mL v v v v v v
>108 IFU/mL v v v v v v
>10° IFU/mL N v v vV v
QCiTE p24 ELISAREINILonza 1801
AR 2-4f8
WNHEEFIIRSS, WAIEREFZ protein@genscript.com.cn
Ehn=
ESZZN/REd
!ELX“?)'L% =
R HR & Mol
W Commercial Vector H GS Optimized Vector
120.00% CT26 Mouse colony
100.00% BAF3 Mouse B cell
80.00% EL4 Mouse T lymphoma
60.00% RAW 264.7 Monocyte/macrophage-like cells 100
40.00% Jurkat Human acute T cell leukemia
K562 myelogenous leukemia cell line
20.00%
NALM6 B cell precursor leukemia cell
0.00%
Q & \y\“ o« @3'5 THP-1 Acute monocytic leukemia

SRR ERRERNEES

MOI: Multiplicity of infection

17



100% ¥ mp24 B ERI REFREHFEE

\
Y-CH-O-

TR

RNA
=9 . P24 ELISA (2FiA)

o TR (BRIA)
« SN (k)
GOI: 3,000 - 5,000 bp « FACSH&IN (i)

GOI: <1,500 bp
GOI:1,501-3,000 bp >10° IFU/mL **

ZATEEEEER AR . RASENIERSEE, TEASIHBRNBERT, IEEIFLURIE
T FGRNAFIGOI < kb, HAMRIEQ0%AVHE R >10° IFU/mML

0 Physical titer

45
[ ]
40

35

.
30 | & oo

) ° L)

35 | @ e® % & Ceomgy
%

20 Foe .ﬂ » Il .... [ o

15 °

o

L)

x 108 IFU/ml

10

Item

Transduction Test

18

) - =

SIBE8%E: >600MwS/B

‘.*Q

e,

o %
-

—y T—FAST ; F
e DELIVERY
(J

100 ~ 200 MwE: 3 ~ 4
200 ~ 4001M%E: 4 ~ 58

100 ~ 2001M#%55: 5 ~ 63
200 ~ 400w E: 6 ~ 7



Il CellPower™ I EF LIRSS

REMRER ZNBTANEI. SN IEMATS . BEBTEREHSHAKLIBAIER (Gene of Interest, GOI) IKHEFIRE
RIX, HEPEECOIMRATHFHRITE (MERITCED ) . SHIRNERREERRATABE. ARIIESERA. I, K
IBEFF R T EFI8HERICRISPR/Cas (Lenti -CRISPR/Cas9) &AMIF S, LUBRECOIRMRMIER ASISKIIFTR, HiI2 A,

RS3E
SRR 250+5E/MIER IS FEEORRER 180z RIAKEIN SN L
RSS2
o ZFAZEPuro. Blasticidin o {HIERE
Zeocin. HygromycinfBF#i% o YRRIE DI
o SRR/ BT IEM ° FACSHi% o RGN
o GFPIEMEXTAR  EERBRSAIRRERSEERE * COAIRE
HEAH. B N - : Bt ity fiaE
meipsae [l SRTONCELG i BEMBER NIRRT AR
o o XAGFPIRMEXTER * QC: WB. FACS.
o BEIR IR ISR AT ) gPCR. MFE%

- BEEERE

. MRFRAIRS . MEEEFERS
CellPower™ BEIFEX o 2EREAITHAKR, . WABEIRENRESE, * REAt: R
105 4/ (1x10° FEHE/E) PR 12EE
. EEIEERIRS . COARS
. EEEIRIIRS . MEEEHERS o
CellPower™ iR IR . JEREEEE, . I REERENRESE, zgg”@]‘iﬂl‘;ﬂ@
1108 A/ (1x10° BAE/E) e
. EEEIEERIRS o COARE/SHTTE
\ . EEFRNIRS . MEEEHERS
CellPower™ S 244 . 2EREEmbE, o —MREERERERE, o REMEit: 1082
(EEUHIL) 110° fHF/ (1x10° i/ * RRE SEE
. MEEEERIRS o COMBE/$HTE

BT U LISREMRETRIRS, £HimEBCRISPR/CasItEXAIMIBRETTRAIRS

CRISPREMIHRMAIAYHPEANTE, LSEEONARNNTMRTNSHER, BN TEMERREN I, WTALENSFHIEISZ
FAES(ZFN), CRISPR/CasOfVfi R @EBRIRE, HEERTUSNER A EEEERHIEE.

SHIRIEHET GenCRISPRMIIERRIERSS, TLUERSMIBILNMMIER, HUSHERFLERREMIE.
EZCRISPRIBXIRSZHTE, BEEEIRERRIBRSFM.
19
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flg =fl5=
= « 201 BHEENTet oniFSAIEX
F
y.-3 80-
3'2
4N
{ e |
40+ gPCR I£ifGene A mRNA FKix

Column 1. Hep-G2 parent cell

Column 2. Hep-G2/Tet on/Gene A Dox 0 ng/mL
20 Column 3. Hep-G2/Tet on/Gene A Dox 500 ng/mL
Column 4. Hep-G2/Tet on/Gene A Dox 1000 ng/mL
Column 5. Hep-G2/Tet on/Gene A Dox 1500 ng/mL
Column 6. Hep-G2/Tet on/Gene A Dox 2000 ng/mL

Relative mRMNA Level

A

—] —* Gene A

Western Blot J&iEGene ARRRIA

Column 1. Hep-G2 parent cell

Column 2. Hep-G2/Tet on/Gene A Dox 0 ng/mL
Column 3. Hep-G2/Tet on/Gene A Dox 1000 ng/mL

— e —

—» Beta actin

¢ ZEf2: BVERETet of iFSEIRIA

gPCR Analysis of GOI
- qPCRFIFACSI&IFGene A mRNA FiX
g Column 1: Colo 205/Tet off
= ™ Column 2: Colo 205/Tet off_Gene A
% 0 ng/mL Doxycycline
| & el Column 3: Colo 205/Tet off_Gene A
% 100 ng/mL Doxycycline
S S
'--..I-.".c-c--'l'm E‘ Py P
oo 205-Teledl Gown A Dos ) moind 21 Cain 08-Tamd Gona A& Dok S0min
_____ iy 20 Tawph B T [Cala 05 Ten
e FLZH* [FLz T FL-He
naﬁm ‘\_I % 8.4% 161%

Lot
—
P
[T

TibzhiFl
. TS
© BERFRKEE;
* OREIR;

o BEERVURFACSTHIE;
BRI EERNEM AT E EARRE;
° KRB RESL

20
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I RASIR

BEB-MAEBARIARIEN6N TR
FEARBATHEIIE. ATHRRTF RS ZRIEREARER, FRTIMECRERS.

AT EABRANAN ST
ean

IRENARBREBH T HEE

o ERBERARSR o EIFBEITRIAVSIRERIX
o RitREHAK o EEFEEER

o BRI ES o EFEAIMNAIE

REBRNEORIAANHERES

RN ABIEEN T HREQSARNENEFNH FZRRKIZE— T RENHENRATIR.
RIS LR FBF A T A2 .

o RITREHIK o BINEBRENE

o (EARSHHE - EREOAE

ISR TERORIAN IR
ems

BERREFR—RIE&ERE
AFMEERNSESEANKNSEN~E.

RIS FAF T REE:

o IgMAIRUSF SRR EBRIATAEN T %,

o BBEMAEARGRRIA; BRMERSFMS EEANFAIREE.
o TJFANEMEEFIE, BNEBAFALIRIT.

BARGFH
IR

= ERSaRFMH

IEFBEUHRHEN—, CARNSRINERESTE, SRS HfMRERERS\E—LEg
SEREMRR, SRR, %:éﬁﬂﬂﬁ REUMMIOS, AAIESENEENESHE.

RIS LR FBF AR T A5 .

1BRELEFH
sman. mumNSSaE- GRS

. FEIEFRSRGES . IEEEEERNSE
N E{oESor O L3 DAk il ol abes
| EMEEETA
Rl Fo'cArt N Gensmart™ S Solubility Tags TN
SRINEITRIIRETEE, NS GenSmart™ Codon Optimization® 8/t HEfHENELRSRFENESIES
BAEKREFNOREEREIRSY HRABLERN, FEERY . EIIXEE EOARENRAIRENE coliRIRE
BB, BEBHERAR, IDFER FHERESIHENL, ATESERNES (I &, BFTAMSEEENES,
MRFI@IEEITSRHA, BRSD WEFFIFNEE ) BEJ5RaL, WENERRTES E.colifi B fRINZEAFI5%.
EHTAEA, Ltti, BEHMRKEEEIAAIEEED.
o J N J N J
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EERIAEXTH

Q: EHREARATEHIEES?

AHIERIARS: (a) IRPABHBARRNED m; (b) BERMERNK,000 LAIAMIEAR; () IRHAEEI8%INI—EAHEH.
FRBSEREMBARE: () RUEFTENER (— M HESD) NRBEEETRBESHEE, BESIXI0° pfu/mL; (b) IRHAELS
F98%MIE—EHER; (o) BHSAHAERNEL™R (FI00THEFK ) -

HALMMBRRIARE: () IRMUEEBITI8%INI—EAHER; (b)RHERERRNEBEL R (F200FHEFR) .

Q: MEEANFHEABRTAGERE, BEMTARAALILSRIUMRSER?

A BEEOXRABRIZHEOESUHRAE, ERMUKERNT . ZRFRK. BRI (B30 —LEREEENMEER) « I
WARRIEF AR, R AERR RN T EHRDWRAER. HEBEETMIER. EESI. HEREHAE. TERE (LLAIFCIREHRE,
fIRREE ) | M BRMENEIE (U, BRE) . MECINET (MREEAERERISR) .

Q: BEFAftABEESREFERERERIX?

A 2R ENSRTENEBRRSEBUTER: (a) BIELEFEMIRFIERSTENERNEK - HAELMIN32T>100,000
HIREFIES, >30,000#RELFUE; (b) BEIIE - FINABITERERARINEDR8%; HMFRARANMIEBITST/TIL
FIPKE, () BEE - PHR,000 LAARE/MEFEBEOAIELRE, SIX100 LR REAK200 LIFALHEBAIELE; (d) SEURA
THFBSHAATFE (2CGenSmart™, BacPower™, BacuVance™ ) SRERAREHAVERAMER.

Q: ERFRAENEEX? EEIISEANINERFREBHAXIG? BRFREREREBREATEEER?

A ERFRUEAEERSEONRILKTE, SERIICenSmart™ 25| AESINERFRURA. HTLHEIEBRS TR TN
HHVERE .

HRECASERSBERFUUERNIRE—ERR, —RANEBFURURAREE, BhE—LXIREESFIUASRA A,
Q: MEEFRHITRAES, EFREESVRSREFED

A MEFREITRES, EEREUTER: TRESBENRSERCH, BRAFENMOI, BIETEMMIAR. BITSEREX
AR EBFMSOHEEWR, LIKEGAEBENE  (mL). MOBEHSEMIBRARSNHE. B%, P2URSHEEREE
2, WEEREELATI0 pfu/mL, B, MRERBIFSERE, HIIEREFST EIRS.

ERbEmRR

Q: EAXRXIER, Z2REEMHA? MTERXERER? SHRASNEMLERMSERSX? EERERWMALSEX? SEHLER
“iLiRiE?

A AEAS2MENNEAEANNYR, TUBSEREAER. SEFEURMEMGt, BFIRENR, TUKERIID FmER.
—IRITEEFIIRSNES, EEENER, BRESIANSEALELURAEHND FE, FUukEEREMR, SRS LMiEE.

Q: EFNERSZIFRE, SHRESKITELALE?

A TEAEEREFRISFMELEINGER, FEAWFERSRABEMNSEHT, INAXREREEEEE, FESERETHR
BWIRE, ERENEBARMGLIER. NEELE, BiIaXASL4t, U2ES4ENENER.

Q: WMUMREEHNSEIRE?

A BEEMBERINE: (a) SDS-PAGERLCE-SDS; (b) SEC-HPLC; (c) fRZ4%, ERIAERSDS-PAGE,

EEIREWRNAL: (a) Bradford EAINEL; (b) BCABADTE; ZIAFEMBradford, iR bufferdf B EIMA DS HKABCA; ik
HZ2A,F2,

AT EFMRSEAIEXERE,
EET LA R T EHNERRS E QRS UE
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| P& F3CEK

®E: Structural basis for directional chitin biosynthesis
HATU: Nature IF: 43.07 (2022-09)

Doi : 10.1038/s41586-022-05244-5

R REIRSS: Recombinant Antibody Expression

®E: Avaccine targeting resistant tumours by dual T cell plus NK cell attack
HATU: Nature IF: 43.07 (2022-05)

Doi: 10.1038/s41586-022-04772-4

R REIRSS: Mammalian Expression

#E: Molecular basis of receptor binding and antibody neutralization of Omicron
HATU: Nature IF:43.07 (2022-02)

Doi: 10.1038/s41586-022-04581-9

R REIRSS: Mammalian Expression

EH: VLDLR and ApoER2 are receptors for multiple alphaviruses
HATU: Nature IF: 43.07 (2021-12)

Doi: 10.1038/s41586-021-04326-0

R REIRSS: Mammalian Expression

#E: Impact of circulating SARS-CoV-2 variants on mRNA vaccine-induced immunity
HATU: Nature IF:43.07 (2021-10)

Doi: 10.1038/s41586-021-04085-y

R REIRSS: Mammalian Expression

®E: Structural basis of cytokine-mediated activation of ALK family receptors
HATU: Nature IF: 43.07 (2021-10)

Doi: 10.1038/s41586-021-03959-5

R REIRSS: Mammalian Expression

SHIRHIRS M= REH Cell. nature. Science. PNASEZREYEAZELZES|IFH.
BNS PR REL: https://www.genscript.com.cn/reference_peer-reviewed_literature.html,
12000

10000 Molecular Biology Services
8000 Catalog Products

Peptide Services
6000 Protein Services

Antibody Services
4000

Oligo Services
2000 Bioinformatics Tools

0 Gene Editing Services
W COVID19

2013 2014 2015 2016 2017 2018 2019 2020 2021 2022 2023

£ HIH%2013-2023FFEESHEL SRR RFIBRSS SRR RILE G153 76

THRANKBAAT RSP, EXERFARRERILSIRHNESIRS RN ARG XE
F—ELCRM2HRNEZ, EA7T RS —EHM BN AREGHAELAMERSRE, SR
SRl REIIR R XEE LS.

[=]; s [m]
ol

PR T] “RXER
iEENENE
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I = RinfE=

HMEITIE : BT LU RER, RIEMFZEprotein@genscript.com.cn
HiEEE: kITEIE400-025-8686-5821

ELSEA: el T A Z4EREsaH ARt https: /Avww.genscript.com.cn/online_request/generalif# {74 &8

I TEER

naEie?
| BRIEOSHTERIK

SAENEAAESERSE BN 28"
41T BRANER FrERANT 8"

A, FASES—IEH TSR,
P FIERRFIEMEIT SR, WMSREREEIOFIRIA, HiISESE—IEHTESREH .

Q @ % @

BEREHRERN > AR > || RRNTERA9ER > EEIRSS

>

@

RETRES

REER
SESHREMRREAMERSS, BAMARL, SEHRNTE, SETHHE.
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EZHEEN
Wit “ EHRIXTIIRS

EZFE, Wildifia
© www.genscript.com.cn ™ protein@genscript.com.cn

® 400-025-868673115821 © IIAERRm LTHFEERK28S




